GEN

(A) PERSONAL DATA OF THE TESTED PERSON

GENyvia, s.r.o. w,

LABORATORY OF MEDICAL GENETICS iocw
Sykovecka 276/54, 198 00 Prague 9 KN A

Vid GENETIC WORKPLACE Tel: 266 315 592, 773 669 442, website: www.genvia.cz

REQUEST FOR GENETIC TESTING

surname and first name date of sampling
insurance number / birth number diagnosis
sex [ | man [ ] woman  date of last menstruation insurance company [ ] sam

(B) MATERIAL SUPPLIED

(C) REQUIRED EXAMINATIONS
CYTOGENETIC / MOLECULAR CYTOGENETIC EXAMINATIONS

[
[

If you require a STATIM examination, mark the red box [

peripheral blood [ | fetal blood [ | amniotic fluid [ ] chorion [ | tissue [ | buccalswab [ | other
DNA isolated from

[ ][] Karyotype [l @ (][] FisH {ill & : chromosome [ | X [ |Y [ ] other

[ ][] Acquired chromosomal aberrations

(from peripheral blood; sample collection and delivery only on Mon/Tue/Wed)

[ ][] Microarray acGH (] &

MOLECULAR GENETIC EXAMINATIONS

N
N

PANEL EXAMINATIONS (list of genes examined see page 2/2)

[]
N

(D) INFORMED CONSENT - THE TESTED PERSON

[]

Amnio QF PCR® (&) [ ][] Extended Amnio QF PCR*® (aborted tissue sample) (&)
Cystic fibrosis (CFTR) - @ % For prenatal samples attach buccal swab / peripheral blood sample of the mother f -
Smith - Lemli - Opitz syndrome (SLOS; DHCR?) (]l @)

FGFR3: |:| Achondroplasia + Hypochondroplasia |:| Thanatophoric dysplasia - @

Spinal muscular atrophy - SMA (SMNT1) (CNV examination by MLPA method) - @

Fragile X syndrome (FMR1) -

Connexin 26 (GJB2) - @

Microdeletion of chromosome Y -

Thrombophilic mutation: [ | Prothrombin [ | Leiden [ | MTHFR [ | PAI1 [l [ | ANXA5 (i

Gene variant examination |:| confirmation / prediction -
Other: (contact the laboratory)

Hereditary predispositions to tumor diseases in the CZECANCA design -

Sex determination disorders including androgen insensitivity syndrome and cryptorchidism -

GENcomp [ | partner compatibility | | carriership -

Osteogenesis imperfecta -

Genetic predisposition to cardiovascular, metabolic, autoimmune, neurologic and other serious diseases -
Whole-exome sequencing (WES) - examination outside the scope of accreditation, medical report must be attached

AGREES WITH: |:| the examination of the sample |:| the storage of the sample DISAGREES TO: |:| the storage of the sample

By signing below, the sending physician confirms that he/she has received the client‘'s signed informed consent to perform the
above-mentioned examinations.

(E) IDENTIFICATION DATA OF THE APPLICANT - SENDING PHYSICIAN

surname and first name ICZ-number expertise

The current list of accredited methods is provided in the appendix to the Certificate of Accreditation at
www.genvia.cz. Attach the completed and signed Informed Consent of the client.

The collected material deliver to the address:
Sykovecka 276/54, 198 00 Prague 9
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GENVvia, s.r.o. Sy,

GEN LABORATORY OF MEDICAL GENETICS o
Sykovecka 276/54, 198 00 Prague 9 KNI

Vid GENETIC WORKPLACE Tel.. 266 315 592, 773 669 442, website: www.genvia.cz

GENES OF THE PANEL OF THE GENDER DETERMINATION DISORDERS:
AKR1C2, AKR1C4, AR, CBX2, DHH, INSL3, INSL3R, MAP3K1, NROB1, NR2F2, NR5A1, SOX9, SRY, ZFPM2

GENES OF THE PANEL OF GENETIC PREDISPOSITION TO SO-CALLED CIVILIZATION DISEASES

(cardiovascular, metabolic, autoimmune, neurologic and other serious diseases):

ABCA7, ABO, ACE, ACTN3, ADORA2A, ADRB2, AGT, AMPD1, APOE, ARMS2, BCO1, BMP1, BRCA1, CASCS8, CCDC134,
CDKAL1, CDKN2B-AS1, CELSR2, CFH, CFTR, COL1A1, COL5A1,CREB3L1, CREM, CRP, CRTAP, CXCL12, CYP1A2,
CYP2R1, DHCR7, DQA1, DQB1, DRB1, F5, F2, FGFR3, FKBP10, FTO, FUT2, GALNT13, GC, GDF5, GSTT1, HDAC9, HFE,
HHEX, HIF1A, HLA-B; HNF1A, HNF4A, IFITM5, IGF2BP2, IL6, IL6R, INS, KCNJ11, KDELR2, LINCO01721, LPA, LPL, LRP1,
LRP5, MBTPS2, MC4R, MESD, MIA3, MMP3, MRAS, MTHFD1, MTHFR, NOD2, NOS3, NRF2, P3H1, PARP1, PCBP3,
PEMT, PITX2, PHACTRI1, PNPLA3, PPARG, PPARA, PPARGCI1A, PPIB, PTPN22, RNF186, RPE65, SERPINA1, SERPINF1,
SERPINH1, SLC30A8, SMARCA4, SOD2, SP7, SPARC, TENT5A, TCF7L2, TF, TMEM18, TMEM38B, TMPRSS6, TNF,
TNFAIP8, VDR, VEGFA, WNT1, WNT16, WWP2, ZFHX3

GENES OF THE PANEL OF INHERITABLE TUMORAL DISEASES IN THE SHARED DESIGN OF CZECANCA:

AIP, ALK, APC, APEX1, ATM, ATMIN, ATR, ATRIP, AURKA, AXIN1, BABAM1, BAP1, BARD1, BLM, BMPR1A, BRAP,
BRCA1, BRCA2, BRCC3, BRE, BRIP1, BUB1B, C11orf30, C190rf40, CASP8, CCND1, CDC73, CDH1, CDK4, CDKN1B,
CDKN1C, CDKN2A, CEBPA, CEP57, CLSPN, CSNK1D, CSNK1E, CWF19L2, CYLD, DCLRE1C, DDB2, DHFR, DICERT1,
DIS3L2, DMBT1, DMC1, DNAJC21, DPYD, EGFR, EPCAM, EPHX1, ERCC1, ERCC2, ERCC3, ERCC4, ERCC5, ERCCS6,
ESR1, ESR2, EXO1, EXT1, EXT2, EYA2, EZH2, FAM175A, FAM175B, FAN1, FANCA, FANCB, FANCC, FANCD2, FANCE,
FANCF, FANCG, FANCI, FANCL, FANCM, FBXW7, FH, FLCN, GADD45A, GATA2, GPC3, GRB7, HELQ, HNFIA,
HOXB13, HRAS, HUS1, CHEK1, CHEK2, KAT5, KCNJ5, KIT, LIG1, LIG3, LIG4, LMO1, LRIG1, MAX, MCPH1, MDC1,
MDM2, MDM4, MEN1, MET, MGMT, MLH1, MLH3, MMP8, MPL, MRE11A, MSH2, MSH3, MSH5, MSHG6, MSR1, MUSS8T,
MUTYH, NAT1, NBN, NCAM1, NELFB, NF1, NF2, NFKBIZ, NHEJ1, NSD1, OGG1, PALB2, PARP1, PCNA, PHB, PHOX2B,
PIK3CG, PLA2G2A, PMS1, PMS2, POLB, POLD1, POLE, PPM1D, PREX2, PRF1, PRKAR1A, PRKDC, PTEN, PTCHI1,
PTTG2, RAD1, RAD17, RAD18, RAD23B, RAD50, RAD51, RAD51AP1, RAD51B, RAD51C, RAD51D, RAD52, RAD54B,
RAD54L, RAD9A, RB1, RBBPS8, RECQL, RECQL4, RECQL5, RET, RFC1, RFC2, RFC4, RHBDF2, RNF146, RNF168,
RNF8, RPA1, RUNX1, SBDS, SDHA, SDHAF2, SDHB, SDHC, SDHD, SETBP1, SETX, SHPRH, SLX4, SMAD4, SMARCA4,
SMARCB1, SMARCET1, STK11, SUFU, TCL1A, TELOZ2, TERF2, TERT, TLR2, TLR4, TMEM127, TOPBP1, TP53, TP53BP1,
TSC1, TSC2, TSHR, UBE2A, UBE2B, UBE2Il, UBE2V2, UBE4B, UIMC1, VHL, WRN, WT1, XPA, XPC, XRCC1, XRCC2,
XRCC3, XRCC4, XRCC5, XRCC6, ZNF350, ZNF365

GENES OF THE GENkomp PANEL:

ABCA3, ABCA4, ABCC6, ABCC8, ABCD1, ACADM, ACADS, ACADVL, ACAT1, ADGRV1, AFF2, AGA, AGL, AGXT,
AHI1, AIRE, ALDOB, ALPL, ANO10, AR, ARG1, ARSA, ARX, ASL, ASPA, ASS1, ATM, ATP7B, BBS1, BBS2, BCKDHA,
BCKDHB, BCSIL, BLM, BTD, CAPN3, CBS, CC2D2A, CCDC88C, CDH23, CEP290, CFTR, CLCN1, CLN3, CLRN1,
CNGB3, COL4A3, COL4A5, COL7A1, CPTI1A, CPT2, CTNS, CYP11A1, CYP21A2, CYP27A1, CYP27B1, DBT, DHCR?,
DHDDS, DLD, DMD, DYNC2H1, ELP1, ERCC2, EVC2, F11, F2, F5, F8, F9, FAH, FANCA, FANCC, FKRP, FKTN, FMOS3,
FMR1, FSHR, FXN, G6PC1, GAA, GALC, GALT, GBA1, GBE1, GCDH, GJB2, GLA, GLB1, GNPTAB, GRIP1, HADHA,
HBAT1, HBA2, HBB, HEXA, HFE, HLA-B, HPS1, HPS3, CHRNE, IDUA, IL2RG, IVD, L1CAM, LAMB3, LRP2, MCCC1,
McCCC2, MCOLN1, MCPH1, MEFV, MID1, MLC1, MMACHC, MMUT, MTHFR, MTM1, MVK, MYO7A, NAGA, NAGLU,
NBN, NEB, NPC1, NPC2, NPHS1, NPHS2, NROB1, OCA2, OTC, PAH, PCDH15, PEX1, PEX10, PEX12, PEX13, PEX14,
PEX16, PEX2, PEX6, PEX7, PKHD1, PLP1, PMM2, POLG, PPT1, PRF1, PROP1, RARS2, RNASEH2B, RPGR, RS1, SBDS,
SCO2, SERPINA1, SGSH, SLC19A3, SLC25A20, SLC26A2, SLC26A4, SLC37A4, SLC6A8, SMN1, SMPD1, SRY, STS, TF,
TGM1, TMEMZ216, TNXB, TPP1, TSHR, TYR, USH1C, USH2A, XPC

GENES OF THE OSTEOGENESIS IMPERFECTA PANEL:

BMP1, CCDC134, COL1A1, COL1A2, CREB3L1, CRTAP, FKBP10, IFITM5, KDELR2, MBTPS2, MESD, P3H1, PPIB,
SERPINF1, SERPINH1, SP7, SPARC, TENT5A, TMEM38B, WNT1.
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